Public health is constantly under risk due to growing microorganisms. Infectious disease spread rapidly among the population in contact and so people take the different steps to reduce the transmission of disease. Compartmental model such as SIR model developed by W. Kermack and G Mckendrick are modeled for the progress of epidemic. Fixed point analysis has been applied to mathematical models of compartmental infectious disease models for understanding the long term outcome of disease. We have applied the analysis to the spread of infectious disease and obtained the threshold value and this threshold value helps us to predict when epidemic peaks.
Introduction
In 1927 Kermack and McKendrick [1] developed an epidemic model which was considered a generalized model at that time. In SIR model given by Kermack Mckendrick, the total population is assumed to be constant and divided into three classes. Susceptible class contains individuals who have no immunity to the infectious agent; any member of the susceptible class could become infected. Infectious class contains individuals who are currently infected and can transmit the infection to susceptible individuals who they contact. Recovered class contains individuals who have returned to a normal state of health after being infected and those individuals have gained permanent immunity. This model is called the SIR model [2] [3] . In this model we assume that:
2. The recovery rate γ and the transmission rate β are the same for all individuals and are supposed positive 3. There is homogeneous mixing, which means that individuals of the population make contact at random and do not mix mostly in a smaller subgroup 4. The disease is novel, so no vaccination is available 5. The population size, N, is constant and large. 6. Any recovered person in R has permanent immunity [5] (2) and (3) 
Fixed Point Analysis
Let x * be the equilibrium point of (5) F( x * ) = 0 ,
For Such equilibrium points, it is meaningful to talk about stability. For Stability we should know about trajectory that starts near a equilibrium point, stays near the equilibrium point as time increases. There are many types of stability. We consider the most common type of linear stability. 
Since the population is constant
Substitute the value of (7) in (3) we get
In order to reduce the number of parameter and to make it more amenable to analysis, let us introduce a new variable 
Behavior at 0
We have
Let us consider the case 
Behavior for large u values
Therefore we realized that only if q < 1 then the epidemic peaks 1) The number of infectious people increases if Graph shows that if q >1 then the number of infectious people decreases from the he starting epidemic does not reach at the peak. This is only possible if the infectious rate β decreases and the recovery rate increases.
Conclusion
Evolution of mathematical epidemiology into separate area of population dynamics is parallel to mathematical ecology. we have focused on the role of the threshold value (basic reproduction number) R 0, which is defined as the average number of people infected when a typical infective enters 
